Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.004 Å; R factor = 0.043; wR factor = 0.100; data-to-parameter ratio = 13.9.
Hydrogen-bond geometry (Å , ).
D-HÁ Á ÁA
D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C4-H4Á Á ÁO4 i 1.00 2.50 3.324 (4) 139 C21-H21Á Á ÁO5 ii 1.00 2.44 3.421 (4) 167
Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; Àz; (ii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2.
Figure 1
Two independent molecules of isotenulin with the atomic numbering and displacement ellipsoids drawn at the 50% probability level. Symmetry codes: (i) x−1/2, −y+1/2, −z; (ii) −x+1, y+1/2, −z+1/2.
(I)

